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4 <110> APPLICANT: Haas, Rainer 

5 Kleanthous, Harold 

6 Tomb, Jean-Francois 

7 Miller, Charles 

8 Al-Garawi, Amal 

9 Odenbreit, Stefan 
10 Meyer, Thomas 

14 <120> TITLE OF INVENTION: Helicobacter Polypeptides and 

15 Corresponding Polynucleotide Molecules 
18 <130> FILE REFERENCE: 06132/040002 

20 <140> CURRENT APPLICATION NUMBER: US 09/988, 067A 

21 <141> CURRENT FILING DATE: 2001-11-16 

23 <150> PRIOR APPLICATION NUMBER: US 08/831,309 

24 <151> PRIOR FILING DATE: 1997-04-01 
26 <160> NUMBER OF SEQ ID NOS : 112 

28 <170> SOFTWARE: FastSEQ for Windows Version 4.0 
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/ 



2540 


<210> SEQ ID NO 


: 34 
























2541 


<211> LENGTH: 385 
























2542 


<212> TYPE: 


PRT 


























2543 


<213> ORGANISM: 


Helicobacter pylori 
















2545 


<400> SEQUENCE: 


34 
























2546 


Met Glu Ser 


Val 


Lys 


Thr 


Gly 


Lys 


Thr 


Asn 


Lys 


Val 


Gly 


Lys 


Asn 


Thr 


254 7 


1 




5 










10 










15 




2548 


Glu Met Ala 


Asn 


Thr 


Lys 


Ala 


Asn 


Lys 


Glu 


Ala 


His 


Phe 


Lys 


Gin 


Ala 


2549 




20' 










25 










30 






2550 


Ser Thr lie 


Thr 


Asn 


He 


He 


Arg 


Ser 


He 


Arg 


Gly 


He 


Phe 


Thr 


Lys 


2551 


35 










40 










45 








2552 


lie Ala Lys 


Lys 


Val 


Arg 


Gly 


Leu 


Val 


Lys 


Lys 


His 


Pro 


Lys 


Lys 


Ser 


2553 


50 








55 










60 










2554 


Ser Ala Ala 


Leu 


Val 


Val 


Leu 


Thr 


His 


He 


Ala 


Cys 


Lys 


Lys 


Ala 


Lys 


2555 


65 






70 










75 










80 


2556 


Glu Leu Asp 


Asp 


Lys 


Val 


Gin 


Asp 


Lys 


Ser 


Lys 


Gin 


Ala 


Glu 


Lys 


Glu 


2557 






85 










90 










95 




2558 


Asn Gin lie 


Asn 


Trp 


Trp 


Lys 


Tyr 


Ser 


Gly 


Leu 


Thr 


He 


Ala 


Thr 


Ser 


2559 




100 










105 










110 






2560 


Leu Leu Leu 


Ala 


Ala 


Cys 


Ser 


Thr 


Gly 


Asp 


Val 


Ser 


Glu 


Gin 


He 


Glu 


2561 


115 










120 










125 








2562 


Leu Glu Gin 


Glu 


Lys 


Gin 


Lys 


Thr 


Ser 


Asn 


He 


Glu 


Thr 


Asn 


Asn 


Gin 


2563 


130 








135 










140 
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2564 


lie 


Lys 


Val 


Glu 


Gin 


Glu 


Lys 


Gin 


Lys 


Thr 


Ser 


Asn 


He 


Glu 


Thr 


Asn 


2565 


145 










150 










155 










1 60 


E — > 2566 


Asn 


Gin 


lie 


Lys 


Val 


Glu 


Gin 


Glu 


Gin 


Gin 


Lys 


Thr 


Glu 


Gin 


Glu 


Xaa 


2567 










loo 










1 /U 










1 /O 




2568 


Gin 


Lys 


Thr 


Glu 


Gin 


Glu 


Arg 


Gin 


Lys 


Thr 


Glu 


Gin 


Glu 


Lys 


Gin 


Lys 


2569 








180 










185 










190 






2570 


Thr 


lie 


Lys 


Thr 


Gin 


Lys 


Asp' 


Phe 


lie 


Lys 


Tyr 


Val 


Glu 


Gin 


Asn 


Cys 


2571 






195 










200 










205 








2572 


Gin 


Glu 


Asn 


His 


Asn 


Gin 


Phe 


Phe 


He 


Glu 


Lys 


Gly 


Gly 


He 


Lys 


Ala 


2573 




210 










215 










220 










2574 


Gly 


lie 


Gly 


He 


Glu 


Val 


Glu 


Ala 


Glu 


Cys 


Lys 


Thr 


Pro 


Lys 


Pro 


Ala 


2575 


225 










230 










235 










24 0 


2576 


Lys 


Thr 


Asn 


Gin 


Thr 


Pro 


He 


Gin 


Pro 


Lys 


His 


Leu 


Pro 


Asn 


Ser 


Lys 


2577 










245 










250 










255 




2578 


Gin 


Pro 


Arg 


Ser 


Gin 


Arg 


Gly 


Ser 


Lys 


Ala 


Gin 


Glu 


Leu 


He 


Ala 


Tyr 


2579 








260 










265 










270 






2580 


Leu 


Gin 


Lys 


Glu 


Leu 


Glu 


Ser 


Leu 


Pro 


Tyr 


Ser 


Gin 


Lys 


Ala 


He 


Ala 


2581 






27 5 










280 










285 








2582 


Lys 


Gin 


Val 


Asp 


Phe 


Tyr 


Arg 


Pro 


Ser 


Ser 


He 


Ala 


Tyr 


Leu 


Glu 


Leu 


2583 




290 










295 










300 










2584 


Asp 


Pro 


Arg 


Asp 


Phe 


Asn 


Val 


Thr 


Glu 


Glu 


Trp 


Gin 


Lys 


Glu 


Asn 


Leu 


2585 


305 










310 










315 










320 


2586 


Lys 


He 


Arg 


Ser 


Lys 


Ala 


Gin 


Ala 


Lys 


Met 


Leu 


Glu 


Met 


Arg 


Ser 


Leu 


2587 










325 










330 










335 




2588 


Lys 


Pro 


Asp 


Ser 


Gin 


Ala 


His 


Leu 


Ser 


Thr' 


Ser 


Gin 


Ser 


Leu 


Leu 


Phe 


2589 








340 










345 










350 






2590 


Val 


Gin 


Lys 


He 


Phe 


Ala 


Asp 


Val 


Asn 


Lys 


Glu 


He 


Lys 


Val 


Val 


Ala 


2591 






355 










360 










365 








2592 


Asn 


Thr 


Glu 


Lys 


Lys 


Ala 


Glu 


Lys 


Ala 


Gly 


Tyr 


Gly 


Tyr 


Ser 


Lys 


Arg 


2593 




370 










375 










380 










2594 


Met 
































2595 


385 
































5269 


<210> SEQ ID NO: 


: 72 
























5270 


<211> LENGTH: 581 
























5271 


<212> TYPE: 


PRT 


























5272 


<213> ORGANISM: 


Helicobacter pylori 
















5274 


<400> SEQUENCE: 


72 
























5275 


Met 


Lys 


Lys 


Leu 


Val 


Leu 


Val 


He 


Phe 


Leu 


Thr 


Leu 


Ala 


Leu 


Ser 


He 


5276 


1 








5 










10 










15 




5277 


Ser 


Ala 


Lys 


Glu 


Val 


Lys 


He 


Val 


Phe 


Leu 


Glu 


Thr 


Ser 


Asp 


He 


His 


5278 








20 










25 










30 






5279 


Gly Arg 


Leu 


Phe 


Ser 


Tyr 


Asp 


Tyr 


Ala 


He 


Gly 


Glu 


Gin 


Lys 


Pro 


Asn 


5280 






35 










40 










45 








5281 


Asn 


Gly 


Leu 


Thr 


Arg 


He 


Ala 


Thr 


Leu 


He 


Lys 


Lys 


Gin 


Arg Ala 


Glu 


5282 




50 










55 










60 










5283 


Asn 


Lys 


Asn 


Val 


Val 


Leu 


He 


Asp 


Ser 


Gly Asp 


Leu 


Leu 


Gin 


Gly Asn 


5284 


65 










70 










75 










80 


• 5285 


Ser 


Ala 


Glu 


Leu 


Phe 


Asn 


Asp 


Glu 


Pro 


He 


His 


Pro 


Leu 


Val 


Arg Ala 


5286 










85 










90 










95 
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5287 


Glu 


Asn 


Asp 


Leu 


Lys 


Phe 


Asp 


He 


Arg 


Val 


Leu 


Gly 


Asn 


His 


Glu 


Phe 


5288 








lUU 




















1 T n 
1 I U 






5289 


Asn 


Phe 


Ser 


Lys 


Asp 


Phe 


Leu 


Glu 


Lys 


Asn 


He 


Lys 


Gly 


Phe 


Asn 


Gly 


5290 






115 










120 










IOC 

Iz 3 








5291 


Asp 


Val 


Met 


Asn 


Ala 


Asn 


He 


He 


Lys 


He 


Ala 


Asp 


Asn 


Lys 


Pro 


Phe 


5292 




130 










135 










-140 










5293 


Val 


Lys 


Pro 


Tyr 


He 


He 


Lys 


Lys 


He 


Asp 


Gly 


Val 


Arg 


Val 


Ala 


Val 


5294 


145 










150 










155 










160 


5295 


Val 


Gly 


Tyr 


Val 


Val 


Ala 


His 


He 


Pro 


Thr 


Trp 


Glu 


Ala 


Ser 


Thr 


Pro 


5296 










165 










170 










175 




. 5297 


Glu 


His 


Phe 


Ala 


Gly 


Leu 


Lys 


Phe 


Leu 


Asp 


Ala 


Glu 


Glu 


Ala 


Leu 


Lys 


5298 








180 










185 










190 






5299 


Lys 


Thr 


Leu 


Lys 


Glu 


Leu 


Lys 


Gly 


Lys 


Tyr 


Asp 


He 


Leu 


He 


Gly 


Ala 


5300 






195 










200 










205 








5301 


Phe 


His 


Leu 


Gly 


Arg 


Glu 


Asp 


Glu 


Lys 


Gly 


Gly 


Asp 


Gly 


He 


Pro 


Asp 


5302 




210 










215 










220 










5303 


Leu 


Ala 


Lys 


Lys 


Phe 


Pro 


Gin 


Phe 


Asp 


He 


He 


Phe 


Ala 


Gly 


His 


Glu 


5304 


225 










230 










235 










24 0 


5305 


His 


Ala 


Val 


Tyr 


Asn 


Thr 


Lys 


Val 


Gly 


Lys 


Val 


His 


Thr 


He 


Glu 


Pro 


5306 










245 










250 










255 




5307 


Gly 


Ala 


Tyr 


Gly 


Ala 


Tyr 


Leu 


Ala 


Lys 


Gly. 


Val 


Val 


Val 


Phe 


Asp 


Thr 


5308 








260 










265 










270 






5309 


Lys 


Thr 


Lys 


Lys 


Lys 


He 


He 


Thr 


Thr 


Glu 


Asn 


Leu 


Pro 


Thr 


Lys 


Asp 


5310 






275 










280 










285 








5311 


Val 


Pro 


Glu 


Asp 


Glu 


Glu 


Leu 


Ala 


Lys 


Lys 


Tyr 


Glu 


Tyr 


Val 


Asp 


Lys 


5312 




290 










295 










300 










5313 


Lys 


Ser 


Lys 


Glu 


Tyr 


Ala 


Asn 


Glu 


Val 


Val 


Gly 


Glu 


Val 


Thr 


Lys 


Thr 


5314 


305 










310 










315 










320 


5315 


Phe 


lie 


Asp 


Arg 


Pro 


Asp 


Phe 


He 


Thr 


Gly 


Glu 


Glu 


Lys 


He 


Thr 


Thr 


5316 










325 










330 










335 




5317 


Met 


Pro 


Thr 


Ala 


Ala 


Leu 


Gin 


Glu 


Thr 


Pro 


Val 


He 


Glu 


Leu 


He 


Asn 


5318 








340 










345 










350 






5319 


Lys 


Val 


Gin 


Lys 


Tyr 


Tyr 


Ala 


Lys 


Ala 


Asp 


Val 


Ser 


Ala 


Ala 


Ala 


Leu 


5320 






355 










360 










365 








5321 


Phe 


Asn 


Phe 


Gly 


Ala 


Asn 


Leu 


Lys 


Lys 


Gly 


Pro 


Phe 


Lys 


Arg 


Lys 


Asp 


5322 




370 










375 










380 










5323 


Val 


Thr 


Tyr 


He 


Tyr 


Lys 


Phe 


Ala 


Asn 


Thr 


Leu 


He 


Gly 


Val 


Arg 


He 




"3 O C 










"3 Q n 










o y o 










4 UU 


5325 


Thr 


Gly 


Glu 


Asn 


Leu 


Leu 


Lys 


Tyr 


Met 


Glu 


Trp 


Ser 


Tyr 


Arg 


Phe 


Tyr 


5326 










405 










410 










415 




5327 


Asn 


Gin 


Leu 


Gin 


Pro 


Gly 


Asp 


Leu 


Thr 


He 


Ser 


Phe 


Asn 


Glu 


Asn 


He 


5328 








420 










425 










430 






5329 


Arg 


Gly 


Tyr 


Asn 


Phe 


Asp 


Met 


Phe 


Ser 


Gly 


Val 


Lys 


Tyr 


Gin 


Val 


Asp 


5330 






435 










440 










445 








5331 


Val 


Thr 


Lys 


Pro 


Ala 


Gly 


Gin 


Arg 


He 


He 


Asn 


Pro 


Thr 


He 


Asn 


Asn 


5332 




450 










455 










4.60 










5333 


Lys 


Pro 


He 


Asp 


Pro 


Lys 


Ala 


He 


Tyr 


Lys 


Leu 


Ala 


He 


Asn 


Asn 


Tyr 


5334 


465 










470 










475 










480 


E--> 5335 


Arg 


Phe 


Gly 


Thr 


Leu 


Ser 


Thr 


Thr 


Leu 


Asn 


Leu 


Val 


Thr 


Asp 


Ala 


Xaa 
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5336 










485 








4 90 










4 95 




5337 


Arg 


Tyr 


Tyr 


Asn 


Ser Tyr 


Asp 


Glu 


Leu 


Gin 


Asp 


Asn 


Gly 


Gin 


He 


Arg 


5338 








500 








505 










510 






5339 


Asp 


Leu 


He 


He 


Lys Tyr 


He 


Thr 


Glu 


Glu 


Lys 


Gly 


Gly 


Lys 


Val 


Thr 


5340 






515 








520 










525 








5341 


Pro 


Glu 


Leu 


Glu 


Gly Asn 


Trp 


Glu 


He 


He 


Asn 


Tyr 


Asp 


Phe 


Lys 


Asn 


5342 




530 








535 










540 










5343 


Pro 


Leu 


Leu 


Glu 


Lys Leu 


Arg Glu 


Lys 


Leu 


Lys 


Glu 


Gly 


Ser 


He 


Lys 


5344 


545 








550 










555 










560 


5345 


He 


Pro 


Thr 


Ser 


Lys Asp 


Gly 


Arg 


Thr 


Leu 


Asn 


Val 


Lys 


Ser 


He 


Lys 


5346 










565 








•570 










575 




5347 


Glu 


Ser 


Glu 


Val 


Lys 






















5348 








580 
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VARIABLE LOCATION SUMMARY DATE: 11/13/2002 

PATENT APPLICATION: US/09/988 , 067A TIME: 14:03:30 
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Use of n's or Xaa's(NEW RULES) : 

Use of n's and/ or Xaa's have been detected in the Sequence. Listing. 
Use of <220> to <223> is MANDATORY if n»s or Xaa's are present, 
in <220> to <223> section, please explain location of n or Xaa, and which 
residue n or Xaa represents . 

■Seq#:33; Xaa Pos . 17 6 

Seq#:34; Xaa Pos. 176 

Seq#:71; Xaa Pos. 4 96 

Seq#:72; Xaa Pos. 496 
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L:2483 M:258 W 

L:2483 M:341 W 

L:2566 M:340 E 

L:5245 M:258 W 

L:5245 M:341 W 

L:5335 M:340 E 



Mandatory Feature missing, <223> Tag not found for SEQ ID#:33 
(46) "n" or "Xaa" used, for SEQ ID#:33 after pos.:584 
(46) "n" or "Xaa" used: Feature required, for SEQ ID#:34 
Mandatory Feature missing, <223> Tag not found for SEQ ID#:71 
(46) "n" or "Xaa" used, for SEQ ID#:71 after pos.:1602 
(46) "n" or "Xaa" used: Feature required, for SEQ ID#:72 
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